









































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































Table I . Scheme of amino acid sequence homologies among cathepsin 
Numerical values are expressed as percentage of identical amino acid residues. 
Pre-pro cathepsin L 
Ls. 



























Mature cathe sin L 



























Pre- rore ion 



























Li ht chain 
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lll' 
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Fig. 39. Gene organization of human cathepsin L and strategy of molecular 












































































































































































































































































































































































































Human cathepsin L gene 
Exons : 
Carp cathepsin L gene 
ATG 
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Fig. 45. Nucleotide sequence and separation of RT-PCR product (836 bp). 
Bo es indicate putative exon of carp cathepsin S. Bold letters indicate exon-intron 




836 bp fype rv 
Fig. 46. Scheme of four different types of RT-PCR products. Bo es indicate 
putative e on of carp cathepsin S. Dot boxes indicate intron. 
503 bp 
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